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Supplemental Figure S3

GFP::SZY-2

GFP::SDS-22




Supplemental Figure S4

PP1 BGSM IP mass spec

Gene Name Number of peptides Rank

nmy-2 67 18t
pab-1 31 2nd
atx-2 26 3rd
ani-1 24 4t
tcc-1 21 5th
sds-22 18 10t
gsp-1 16 14t
szy-2 (I-2) 10 50t

1-252Y-2 |P mass spec

Gene Name Number of peptides Rank

qsp-2 17 1 st
tbb-2 11 2nd
gsp-1 9 3rd
hsp-1 7 4t
pab-1 7 5t
szy-2 (I-2) 6 8t

SDS-22 IP mass spec

Gene Name Number of peptides Rank

tsn-1 13 1 st
tbb-2 12 2nd
hsp-60 9 3rd
CO8H9.2 9 4t
tep-1 8 5t
sds-22 8 7th
gsp-2 6 161
gsp-1 1 919t




Supplemental Figure S5
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Supplementary Figure S6
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normalized centrosome

Normalized SPD-2 centrosome

fluorescence

Supplemental Figure S7
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Supplemental Figure S8
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Supplemental Figure S9




