[bookmark: _GoBack]The files included here (within align msX directories) can be used to make 3D reconstructions of the entire piriform cortex for each mouse. Each mouse is designated by msX, where X=1, 2, or 3, identifies the mouse number. There are 2 files for each mouse. The first, surface_area_tracings are tracings of the molecular layer or layer 1 of each mouse. The second, volume tracings, are closed tracings of the piriform layer or layer 2 and all layers combined. Also, read the density_measurements_readme file.

