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Supplemental Figure 1: A sampling of reports viewable from users’ profiles on the DNA.Land website after 
submission of genotype data. (A) Ancestry Report based on a STRUCTURE-like algorithm and a specialized 
reference of world-wide populations (B) Trait Prediction Report. Predictions are calculated from published 
GWAS summary statistics and users’ imputed genomes. The report also displays the distribution of DNA.Land 
predicted scores and the effect sizes and locations of relevant SNPs. (C) Relative Matching report. Relative 
matching is based on finding shared IBD segments and calculating the most likely genealogical relationship. Each 
row of the report indicates a matching user and statistics relevant to the match such as degree of relatedness, total 
length of matching segments, the likelihood distribution on the degree of relatedness, and a display of the location 
of matching segments on the chromosomes.`


