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Figure 1 Supplement 1



EMX  ON GAGTCCGAGCAGAAGAAGAA
EMX  OFF1 GAGTTAGAGCAGAAGAAGAA

FANCF ON GCTGCAGAAGGGATTCCATG
FANCF OFF1 GCTGCAGAAGGGATTCCAAG
FANCF OFF2 GACGCAGAAGGGACTCCATG

VEGF2 ON GACCCCCTCCACCCCaGLCTC
VEGF2 OFF1 ATTCCCCCCCACCCCGCCTC
VEGF2 OFF2 GCTTCCCTCCACCCCGCATC
VEGF2 OFF3 ACACCCCCCCACCCCGCCTC
VEGF2 OFF4 GACCCCCCCCACCcCGececc
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Figure 1 Supplement 2



gRNA melt-guide melt-guide
(20 DNA) (1 UNA 19 DNA)

Figure 1 Supplement 3



Cleavage products in boxes are proportional to indel percentages.

+/- = w/ or w/o Trex2

Figure 2 Supplement 1
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