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Figure S4: Finemapping of 50 genetic loci using B-LORE meta-analysis
from 5 small GWAS (GerMIFS I-V). We first used meta-analysis of genome-
wide SNPTEST summary statistics on these 5 small GWAS to select the top 50
loci and then applied B-LORE on these loci using the genomic features obtained
from ENCODE data and assuming a maximum of 4 causal SNPs per locus. Each
plot shows the regional association of all SNPs in a locus and LD between the
SNPs in that region. Each plot has 4 panels from top to bottom: (1) The top
panel shows the probability of each SNP being causal [p(z; = 1| ¢, X, )] obtained
from B-LORE. (2) The second panel shows the —log;,(p) values obtained from
SNPTEST / META. (3) The third panel shows the genes present in the region.
(4) The bottom panel shows the LD map between the SNPs of the region. The
top 4 SNPs obtained from B-LORE and SNPTEST / META are highlighted and
annotated in the legend of each plot. Below each plot, we mention the probability
[Preausal] of the locus containing at least one causal SNP.



