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Supplementary Figure 5: An example of racial differences identified by the unsupervised
pipeline. (a) Forest plot showing the effect size of race (Asian vs. White) on the proportion of
a novel cell subset (CD3+CD4-CD45RA+CD8+CD85J-) identified by the unsupervised
analysis pipeline. (b) The proportion of the CD3+CD4-CD45RA+CD8+CD85J- cell subset in
PBMC from Asian and White subjects in panel 2 of SDY312. The p value in a is calculated
using a random effect model, adjusted using Benjamini-Hochberg correction. p value in b is
calculated from unpaired Mann-Whitney test without correction. See Supplementary Table 5
for a complete list of differences in immune cells between races identified by the unsupervised
pipeline.



