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Figure S1. Temporal and genetic regulation of cortical GFP::APR-1 localization

(A, C) Quantified numbers of GFP::APR-1 dots on the anterior and posterior cell cortex are shown for
prophase, metaphase, anaphase and telophase of control and RNAi embryos. (B) APR-1 dots in the
indicated RNAIi experiments. Left and right panels are original and computationally segmented binary
images, respectively. Ends of whiskers indicate minimum to maximum values. Double asterisk, asterisk
and n.s. indicates: p < 0.01, p < 0.05 and p > 0.05 (One-way ANOVA with Holm-Sidak’s multiple
comparison test). Scale bars indicate 10 um.



