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Figure S1: Example of YAMP execution log. This excerpt shows the summary
statistics of the data processing of the dataset SRR1944683 from the Microbiome
Project (HMP) Phase III.
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Figure S2: Example of YAMP execution profile. The HTML page shows the time spend during the complete YAMP execution and in
each step, as well as the step memory peaks. This page corresponds to the analysis of the dataset SRR1944683 from the Microbiome
Project (HMP) Phase III.
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Figure S3: Bray-Curtis dissimilarity for the 18 analysed samples. The Bray-
Curtis dissimilarity values were evaluated using the species relative abundances
as estimated by YAMP using MetaPhlAn2 and the vegdist function in the vegan
R package.
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Figure S4: Principal coordinate analysis (PCoA) for the 18 analysed samples.
PCoA was evaluated on the Bray-Curtis dissimilarity values using the pcoa func-
tion in the ape R package. PCoA shows that species composition is sufficient
to discriminate among body sites, even though it has limited ability in distin-
guishing among different loci in the oral cavity.
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