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The theoretical probability of witnessing one or more exit event is Pexit = 1 - (1- (Rexit * Nmin))^Nmovie

where Rexit is the exit rate of GPR161 (0.256/h = 0.0043/min, measured in Fig. 1G), 
Nmin is the length of each movie in minutes and Nmovie is the number of movies captured.
Therefore, probability #1 = 1 - (1 - (0.0043 * 20))^26 = 0.90348


