
100 % seq. id.
99.7 - 99.3 % seq. id.

Taxonomic
assignment

Rel. endophyt.
abundance (%)

Fraction host
individuals (%)

Amplicon
OTU

Genome
cluster isolates

P. viridiflava 10.797 85.7 01 1169
P. veronii 0.164 28.7 02 48
P. fragi 0.101 20.0 04 23
P. unclassified 0.091 14.3 03 11
P. unclassified 0.075 42.9 05 10
P. veronii 0.065 20.0 07 4
P. unclassified 0.059 31.4 06 4
P. viridiflava 0.026 22.9 09 2
P. unclassified 0.025 5.7 10 1
P. veronii 0.022 22.9
P. veronii 0.021 11.4
P. viridiflava 0.020 25.7
P. alcaligenes 0.018 2.9
P. unclassified 0.015 11.4
P. unclassified 0.010 17.1  
P. fragi 0.010 5.7

Karasov, Figure S4
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