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VDAC2
BAK

WB:BAK, VDAC2

Bak-/-Vdac2-/-

b

CTGGACAAGGACCAGGTCCCCCGAAGGTGGGCTGCGATGAGTCCCC
CTGGACAAGGACCAGGTC--------------TGCGATGAGTCCCC
CTGGACAAGGA--------------------------TGAGTCCCC

-14
-26

out-of-frame
out-of-frame

BV2.1    
BV2.3

TGTATCCCTCCACCCTAT—GCTGACCTCGGCAAAGCTGCCAGAGA
TGTATCCCTCCACCCTAT-GGCTGACCTCGGCAAAGCTGCCAGAGA
TGTATCCCTCCACCCT-------GACCTCGGCAAAGCTGCCAGAGA
TGTATCCCTCCACCCTATCAGCTGACCTCGGCAAAGCTGCCAGAGA
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-5
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Mutation

out-of-frame
out-of-frame
out-of-frame

BV2.1    
BV2.3

Bak-/-Vdac2-/-

Bak-/-Vdac2-/-

Bak-/-Vdac2-/-

Bak-/-Vdac2-/-
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