
Chlamydomonas_r A--------------------------------------HAEVIASGRLEKCVVDGV-------------TEELDCQEKVVVTLTVGNGQSLQTEALEFSLSCLNSPDGRCPCSC-SAADPTCACRDLAAPLRVSLTKSPLW
Coccomyxa A----------------------------------------TVLSSSQLQTCIQDGSAE-----------ALLLQCSKKLILTLAVENGASLATQSLQFSVPCINSGSSGCPCTCNYATDPGCTCRDLRDTLNVTITKGAVY
Helicosporidium M-----------------------------------------------------------------MESPTEKLTCGKKMVIAMTLENNKIYATDELQFTLSCINSPTGTCPCPCNYVTDSGCACRDVQGHLSISITKSPVY
Hydra_magnipapi I-----------------------------------IFVGGLILSKSSIEFCENTGSSNDL---KDPTNVVTQSACEKKMVVLLSVGNKQGE-TEKLQAVVSVVQNSATNEF-------------ARLYNPFMITVSKSPVY
Arabidopsis_tha D--------------------------------------GIQILSKSKLEKCEKTSD-------------SGNLNCSTKIVLNLAVPSGSSGGEASIVAEIVEVEDNSSSNM-------------QTVRIPPVITVNKSAAY
Selaginella_moe I--------------------------------------NMTTISKSDLDVCVNTGD-------------PNAIQCKKKILVTVAIPSGDGGNGEALIAEVKDPTSRDGK---------------QVLEKSISVNIAKTDSI
Salpingoeca L-----------------------------------------VIANSRLEVCESTSATNQ-------PLSSLGGTCKKKLVMTLSIGNGQQL-PEVVEVTNYIENGQE-----------------KPLGQRYRIYPTKSDAF
Monosiga_brevic V--------------------------------------QAQIKAAGQIERCLRDG--------------SLEPNCERKMVLNLGVLGSTGG-GEYYHLTQSRTEDGAI----------------SDSENEFIIVVQKTSVS
Acyrthosiphon M----------------------------------------RVLGESNGYYCTGSNSGNIHF--KCIKTPCNGTLCETIIDY-------------------------------------------LEKPGPDVIIDTNNKVL
Capitella N-----------------------------------DAPEVRVIVSEVGAQCTGE---------------GGQAACHNKISLVVNISTVPEDLKEEHVIPINALYHKEKQRY-------------VILNNQLLLKIHLLPVE
Tribolium_casta LERVSTNLRKKLDAEEQNAICCMHHMDCCREAQKPTSFEVKSMMTECPNQNCLNWSNAHQVIVQRNKTTPEKLTDCKQKLLLTIKVTNEGIPSDKSEYVIIDHITDPTTLQK-------------VRILNPYAIRIRQQPML
Plasmodium_falc DY------------------------------IRTKYPFIQFVYSYSKKKVCTSS---------------TDDSTCRTVVYGDLDVSNNSVLRLKVL----------------------------RSEGKGYFVTIRRDYVT
Cryptosporidium K----------------------------------------QQVVVSKQKVCLNG-------------------NCKTMLNGNFVLQNNQNVSLNFGANSVEGIDAKDI----------------DPGSNGFQLKIEKSPIL
Eimeria_tenella L-------------------------------------------------ECSGQGTSKVET-----ACSSGGSGCTDRLIVELDVDNLDKLQFQWEAGDINNRSPRKS----------------DAGNAGVVVTVQKTAVS
Babesia_bovis L---------------------------------AGLSSDTNAVIISSLRQCINKGTGK-----------VTESDCQWRSHTNVDVRGGELSTSYVLRKK-------------------------DNPNSGLYIHIQTAITT
Theileria_parva YT------------------------------TDSTGFFFVDSAVTGNITQCVRNSDKL-----------FDDQTCVQRLHTNVDVSHGLREYHYIYRRK-------------------------DDLSKGLYLVLKTSNTS
Saccoglossus Q-------------------------------TSCKDVDGRDSSSHSVVLAEAEFETHPT----------GSHKNSIVVHIYAHDIKGSPSSLLANETIKIEDIYSGVSNVY-------------YKLKRPIIVKIVNYLPL
Strigomonas S-----------------------------------------LIASSSIQRCTNTG--------------DEPIACSKKMIVTLTVDGGQAAGTEEIAYVNTATDTTQSGS--------------TVEFEPVVLTLSRSTVL
Leishmania_braz A--------------------------------------RAAFASSSLISYCSDSG--------------DEKINCKKKMVVTVTVEGGQLPDEESLLFLNSATDMTIKNGT-------------AVQFSPIRITTSRSAVR
Trypanosoma_cru A--------------------------------------EGLLLASSSIEQCDRVGT-------------DNSLPCEKKLVVTLSVDSDQAEDVEEFVILRDAVDKTKGTGEE------------HVEFQPIRLTTSKSRVQ
Tetrahymena E-----------------------------------------YITSSTIQKCYNSS--------------NEPNNCSQKAVIVLSLENGQIANTEQVVATLNQLSDSGVN---------------KQLQNSFIFEVTKSPVT
Paramecium_tetr M---------------------------------------AEIISQSQINKCYSNS--------------TNNTECSEKMLISLTVENAQNTVTEYIKISETTIDNQT-----------------SQLKTPIIISITKTPVY
Acanthamoeba I--------------------------------------EGSLLASSRVERCVQDGATD-----------VPTISCDRRMIVTLTVDSGQNN-TEQLELVLDSTQDEDGVL--------------RTLEHPVQIQWAKTIPR
Physarum_polyce L--------------------------------------HADLIASSQITNCVLDGSSE-----------DTILNCQKKFVVSLSVDNGQNK-TEAVQFTISSATDGNTT---------------LQFVNPWTITLSKSPVA
Cyanidioschyzon V--------------------------------------GGSLTGVGSIVTCLDSGR-------------PGSIPCSKKWVLTLAVENGATAASSSVSATQAVYGSSSANATV---RSADNPNTVYAFKYQVHITLTKSRIR
Dictyostelium T-----------------------------------------FIGSSTIKKCIRDGTTTET---------SANLDCSEKLFVSLTLNNNQLE-TEQIQAVVYEDGTS------------------GNLSYPIEVSFSKSQVF

Chlamydomonas_r ASYPLQYLS---------------SFNWKPLE--------------------------VI---LRPSNK-----------VCKDGD-----WEDSPTCGWFS------------------QGGVRVADSQGFCCECSSSQVW
Coccomyxa ASYPLIYQQ---------------AFNNRPTE--------------------------AI---IRTGANF-PIS------SCNDGP-----LSDTPTCGWATD-----------------ANGARIPASQGFCCSCTSSALA
Helicosporidium VAYPLTYSR---------------RFSGRTWEVRWQLENDMVGQNTSSFNTIGLVPAQSV---IQTNNG-----------NCVDSP-----NSPTPTCGWAT------------------QGGTNLLYSQGFCCGCTGGFQG
Hydra_magnipapi LNFPFFFNGI--------------TVNNQPYE--------------------------EI---ILSKNRW-YVSD--SSRQCLDQWQVEEEDDEHPTCGYQYTNS-----TQKQTDGTWKTVKTRIWDSQGFCCYCTQDLKN
Arabidopsis_tha ALYDLTYIR---------------DVPYKPQE--------------------------YH---VTTR-------------KCEPDAG----PDIVQICERLRD-----------------EKGNVLEQTQPICCPCG-----
Selaginella_moe VKYALEYLK---------------NVAGDLNE--------------------------RV---IKKKK------------GCNTKL------NDKATCGVLGD-----------------SKGNVVPGSSGFCCTCKPLKQ-
Salpingoeca VNYPLVYQS---------------SINSLPYE--------HW---------------FKVKR-SNTQIAF-FFD------PCRDAP-----TAEHPTCGYFV------------------RKGERIPNSQGFCCKCKFFSGG
Monosiga_brevic IEYPLRYRG---------------VVNNKPYE--------------------------IA---QPVQTLLGGLFGSGDKTGCKDSP-----YHSSPSCGWLID-----------------GGGKKVEGSQGFCCRCSTADQL
Acyrthosiphon LNLEIENIS------------TIHYVNGGPTE--------------------------EV---ISKATRK-YYF------GCDSGN-------INPTCGMQYY-----------------NLNEPVPFSEGFCCSCIDSVNA
Capitella MHYSLKRIG---------------VVNGHLHE--------------------------IV---YNSRNSR-NFS------HCDETV-------VEEVCRQWKP-----------------GHHVTWDGELGFCCSCDPKKKN
Tribolium_casta QAYQLKFER---------------AVNGEAKE--------------------------QV---FNKHTR--NYR------GCDTSY-------ESPTCGLVQ------------------HEGKMVPYSTGFCCSCDAEKNR
Plasmodium_falc ISYYLKYMK---------------DIPLKYREVVDIFNNH------------------KYEKYTEKQIKD-FTY------NCTAIK-------VEDANNTVGD-----------------FAPHYHEYTRGESCICPSYHL-
Cryptosporidium IAYDLTYMA---------------TLYHDFEE--------------------------DIKLFSYTQVNYNPTG------FCYDDI---------RNCQKVRNQYLYGTPNLPPGQTNWNKDSPVPPGSQGVCCWCPELYI-
Eimeria_tenella YSYNLTYVK---------------AVPFNWIE--------------------------YAHRALLWQVKDGGEN------FCSQTWGSKC-QDEHGENGYPISP----------------NTGLPVDGAQGKCCWCPSVWHL
Babesia_bovis LTYNLVYQF---------------DAPYMYRE--------------------------HNGALEYSQVAG-MCD------SCDKIE--------IKKCTLPEEV----------------PPKLKDKFVNKTCCICG-----
Theileria_parva LLYTLNYQT---------------MVPLYYTD--------------------------HTERWTYSEISGELKT------SCKSVQ--------NSKCTKKT------------------QVPPGIDFLPRVCCICG-----
Saccoglossus LKYPMKYTHKPRMAYYREVCFLFQSVNNYVYE--------------------------EI---ITKDNTE-QYT------GCDPES----------LCT---------------------SNMHRNLVLKGFCCFCEDTKQ-
Strigomonas YRYPVYYRQ---------------NYNAKPYE--------------------------ED---ISGT----LLN------RCNAEL-----SASKATCGVAY------------------NGSTLIPYSQGFCCDCSVCAS-
Leishmania_braz YRYPLFYVQ---------------NYNAKPYE--------------------------AT---VKGS----LLN------QCNADF-----DTNTATCGIAHD-----------------AVGKPIPYSQGFCCDCSMCQT-
Trypanosoma_cru YSYPLFYER---------------NFNAKPYE--------------------------EE---ITT-----ELV------GCDDTF------SPKATCGLAMD-----------------TAGRPIPYSQGFCCRCGPCQL-
Tetrahymena ALFPLIYLQ---------------DFNSQPLE--------------------------QV---IAT-----TLF------SCKDGF-----YDSSPTCKFQYD-----------------SKGQKILDSQGYCCYCSLSDI-
Paramecium_tetr AFYPLKYTE---------------DYNSQPYE--------------------------VK---IAG-----AIL------SCDDSW-----YSNSPTCGFQY------------------EKKEKIFDSQGFCCSCGILDL-
Acanthamoeba LLYPITYVG---------------RTNNKPYE--------------------------TI---TYKDDILFLFD------ECNDSP-----SSSSPTCGWFYN-----------------ADGTVVRDSQGFCCSCDLSEV-
Physarum_polyce IYYPISYLQ---------------TVNADPSE--------------------------AV---IYTRDWI-VVS------SCQSGA-----YSDNPTCGWYKD-----------------SNGNNIPDSQGFCCSCNLAEY-
Cyanidioschyzon LDYPLYYQS---------------DFNNKPYE--------------------------IV---YKYNQKG-PLNW--LDNQCVATW-----GSSDPTCGYAYNPSWST------------KPADRILYSQGFCCDCNAGDL-
Dictyostelium IQHPVIYET---------------TVSNKPYE--------------------------TV---IYKRDDI-ILT------ECEDKP-------TQSTCGYAV------------------VNGSAVRDSQGFCCTCIFSDYF

Chlamydomonas_r DD-----------------------------------------------------------------TFGS-SKERTRANLDCDFWSDPLDILIG-RKPVSAHCLTF-DPQW-YSGYELG-AASLQFEIAITVEVPTAPSPT
Coccomyxa AA-----------------------------------------------------------------TLGSGTDQYTRASLDCDLFHTWL------RTPGSAHCLRM-DDLY-YQGYQVD-PARLDFNIQISIQSANTS---
Helicosporidium G-----------------------------------------------------------------------YTNYYRGNLNCNTGGWVM------DLPASAHCLKM-DETWLYEGYTIG-SYQLDFNIKATATYSIQPPSP
Hydra_magnipapi YY------------------------------------------------------------------IKKDIQDANRAGIICKPLTN--------SPQASAHCMRM-SNLW-YTLNEFT-ESYRDFSIYVKAFDQITKVVQ
Arabidopsis_tha --------------------------------------------------------------------------PQRRMPSSCGDIFDKMIK----GKANTAHCLRF-PGDW-FHVFGIG-QRSLGFSVRVELKTGTRVSEV
Selaginella_moe --------------------------------------------------------------------IKH-FRGMPKPGH-CGI-----------SDAGYAFCLRF-GQMW-CVMFRIR-TGTISFEITITLTDQNGNK--
Salpingoeca ------------------------------------------------------------------------GNNAYRGNLKCRLYS---------PHYSSAHCLRF-WPNW-YDAWELD-RAQVSHTIRLAVYKETSFNGT
Monosiga_brevic G-------------------------------------------------------------------IGM-PTDSYRANLDCGLFG---------KGQQSAHCFRYSDELW-YGVYDFD-PGHIRFKVYVSIYRKYAVGPG
Acyrthosiphon ARQQ----------------------RSSEAL----------------------KRNNTSI------TTNIDVIVQPRGEQDCKNISRSPGYANSFTYHESAHCFRY-SDLW-FNVYKVE-KSETVLPLTLELFKKSESSVY
Capitella R------------------------------------------------------------------------------DSACA------------PHQNSAHCLQF-HPLW-FTVSEVG-QLHMKHSIRVELMEPTESNEW
Tribolium_casta QLEEHGSHVPLVQWPLRDGVPDYRKNRPEENDYEHYKHYGFIRPDGKMVYGRPQKRADKSVNYQQFTELKDGKIRQRRGGQTCDDADLNIPE----SFRESTHCLTF-SNMW-YSVYQIS-KPEIIHKLRIQIFQKYEDCHG
Plasmodium_falc --------------------------------------------------------------------FKN-DNSIKRAKLKCTYFNMLFTDS---AIVYSRHCAIM-DLFY-FSVYEIDYPPIFNTYIDITIQEYTYDDVS
Cryptosporidium -------------------------------------------------------------------TLNT-NAPYSRATLHCTWIQQRLWW----NVYLSKSCPVW-IPPW-WTALRIG-GWNWQYSLNTSLSWFSPNNSS
Eimeria_tenella W-------------------------------------------------------------------LNN-PNRGREPMLKCNFWGLRFGKIP--DPYLTKFCPVV-EYPW-YRMLKVSENRTWFFKILVGISWWRPPNPS
Babesia_bovis --------------------------------------------------------------------KNV-PSTAVRQNLKCSGWSFGFLY----SNCVSLSCLEI-VGPW-YSIYKPQYPPDINRRIFVDVYSFDGDAGI
Theileria_parva --------------------------------------------------------------------LNV-HKPTPRADFKCGGFLAMGG-----RTALSMSCLEI-SEPW-YKLYKTSYPPAISRSVTVNIYKFDSSTGI
Saccoglossus --------------------------------------------------------------------LIN-SKYHIRGGQDCSVVDVPDYITNKSMYHASTHCLKS-DNLW-YQVYSID-LPVVEHKALVTIDTMNANIDL
Strigomonas --------------------------------------------------------------------LGL-CKASSRANQ-CNIL----------SAYTSAACLRF-GTRW-YAGYTIG-TYSTWYTINITVSSNVTSSGS
Leishmania_braz --------------------------------------------------------------------LGL-CLPDARANAGCNIF----------DRYTTASCLRF-TKRW-YSGYTIG-GYVTWYTVNLTLSRNVSVSGG
Trypanosoma_cru --------------------------------------------------------------------LGL-CPVGSRGLQVCDIF----------RGAALASCLRF-GELW-YSGYSMG-SATIWYRLSVKLTTDSQNNSK
Tetrahymena --------------------------------------------------------------------LGM-GNDLSRGKV-CYALNLG-------AGSATAHCLKF-SPLW-YSAFKIQ-QYQLYFEVNINIYTVDSQNQK
Paramecium_tetr --------------------------------------------------------------------IGL-SDEFARGNI-CHKAGL--------TTATMAFCLRY-STLW-YSAYEIS-TYSIYYNITISITYSNQ----
Acanthamoeba --------------------------------------------------------------------LWL-SNEQTRAGLTCSLFAFG-------VDGSSAHCLRF-DQLW-YDVFSIG-AAQVSFEVVLSVKKYQTMTDM
Physarum_polyce --------------------------------------------------------------------LGI-SDDQTRAGLTCSFFS---------GSSSSAHCLRFDDNGW-YDIFQIA-NAQDMYTIDIDISQGGG----
Cyanidioschyzon --------------------------------------------------------------------LGL-SPNRIRGGLDCSLLNFD-------NPTESAHCLRF-DSLW-YSAFQIG-EPDVNFVILVNVTKCPLANST
Dictyostelium T-----------------------------------------------------------------------QDHNSRANLKCTLLN---------DQSSSAHCLGF-DKVL-YNVYAIQ-PGTILYQINATIKY-------

Chlamydomonas_r TATTSATPRTNNS-SSANSTNSTNSPAPQFLS--PPAPSTREVLH----------------------LGPSVPLASSA-SRLLSAKLLGDLAM--YTQLPAISNQVLMVPQ--------PPAAAAATGSPLDATLATNRSA-
Coccomyxa ---------------------------------------VTQTLS----------------------LNPTQPFVVND-ANTVAAKLLGDLAT--YQSMPDFSSYYLMIPS--------PADSSP------QQVLSSNTDK-
Helicosporidium PLSPPATPSPPASPSS-----------------PVENEWETQELT----------------------VNPSFPLARDD-AKTFTIKLLGDLSS--YTQIPALQSSYLFVPL-------DSPATTP------TQAFGSNRDL-
Hydra_magnipapi NKSYI-------------------------------DYVNGGEIL----------------------LSPSQKSATGS-YNRITGNYVGDLQP--IKSYPVLTNNYFLIPF---SSTNVDPKK--------EPQLKSGISK-
Arabidopsis_tha I------------------------------------------------------------------IGPENRTATAN-DNFLKVNLIGDFGG--YTSIPSFEDFYLVIPR--------EAAEAG-----QPGSLGANYSM-
Selaginella_moe -------------------------------------------------------------------------------ASSRIIGFVLRLTL--LAEKPDGNWQQFTRGS---------PRA--------DGRL-------
Salpingoeca IPEPTQA-------CK-----DSNARPTRRVN--GFAFYCVDVLL----------------------IGVQNKVARST-NGTVIATYLGDLAP--SIFPHDLTTRVLLTPNFYQFENSTDPMF----------PFRRSPAH-
Monosiga_brevic YSHATQDDVPAAS-----------PDCTVELPDEYADFRCQGVLE----------------------VGPHLRGGLTS-DGAVSVVFGGDFAT--PVQLRDMSSKTLLAPI--------LETVDN---WHTHEQTKDGMDT-
Acyrthosiphon VLHQQCSS-----------------------------------------------------------SSSSNRKQTIF-KDLVSYRYEVKGLN--ETVENDLMAMFVLIPQ-------DVPKMYQ---YGLPHFNDRGAGK-
Capitella SSVADLN------------------------------------------------------------IGTSQPVDMN---DKVTIQYKMDTVN--ISDPLKVEDKLLLTPE-------LDPGM------PLSQELMKEMDK-
Tribolium_casta NTHWM-------------------------------DITQGKTIE----------------------LGTQTPLYVE---KDIIAKYCSEDIDF-QDQALDYKNLKLLIPE----RRVVDPEQ-------------------
Plasmodium_falc GMSLNKHD----------------------------LVTKEKKYE----------------------INDSMSEIRDD-YFDLWLFLRGERHG--KRTLINLSNDYVVIPS--------SPLD--------DADVIETDVMR
Cryptosporidium IEELSSISSVTKEQECIKKNKQTNLDCGRLRH--NYSGTQISMHI----------------------LNSSSPSFYDP-DFGATIQVISSGPPFGSANAKDLNGFVMLQPT------YVPPGM--------PPSFEIPILNN
Eimeria_tenella SLSDEEYKAECEK-RVQEGSYPQNFDCSQRLH--TEAGMADAILE----------------------LSDAKSIARDT-TFDVTARLVSSEVP--ESPEPNIKGKYVFLPT--------APST--------NAWVQESLVTE
Babesia_bovis IPDVSKKG----------YQNSKLPDETRYL---KEPVYKDGHLKF--------------------TMSTNAGAVKNE-DLDVKFTIISQQWV--DGNAPIRMDKYVAVPT--------WPDS--------HPDVQGSSLRF
Theileria_parva IPDVTLED----------EDKFDNYDFKKREK--KDPVIKSPEIKSRSTKEITGKKDELHPNFRRIIIDDTVKEEHIN-DLDVKITLLSSNTK--DGSAPPLFDKYVAIPS--------FPRT--------NETVKGSSLMD
Saccoglossus NGVVDVKD-------------------------------VLTTIL----------------------IGTASKMH----NNEVVISYSSNFDHV-LDNPFADKYILAADPH--------YPVENG------DPQTKLGAYE-
Strigomonas S-----------------------------------VVQQKAVLS----------------------LSPDQVGDSST-TYGILARLIGDFNP--TEQALDLTTKMLFVPV--------LPTN--------DARVKAGVSE-
Leishmania_braz AGSAE------------------------------KVVTQKVVMH----------------------LSPSSNGETAGEEWDVMARVLGNYAP--IVQPLDLTSRMLFAPA--------IPPN--------DERVQAGAAE-
Trypanosoma_cru T--------------------------------------KEAVFE----------------------LGPDVLSGSSA-EFGAWVSLIGDFVP--AELPLVLSNKMLFIPS--------SPRI--------HERVLAGQKE-
Tetrahymena N--------------------------------------LKQTLK----------------------LSTSNPTMKSS-DNSTISKIIGTFTP--TQPPADLSSYYLVKPS--------FPAT--------DPRVLQGISS-
Paramecium_tetr ---------------------------------------EQEELQ----------------------LGSEVKVVQ---GKTLIGRIIGDFTP--LNPPPSLESFYFMRPS--------SPNS--------HARVQAGSAA-
Acanthamoeba YGNTT-------------------------------GGYVTETLR----------------------LSPSQTTGTAA-GGDIFAKLQGDFAP--WSDNPVLSEKYLFVPS--------SPST--------HPRVVAGTDY-
Physarum_polyce ---------------------------------------TNTTVT----------------------LSPSTTISSSS---SVIARLLGDFSP--FQQLPVYSTKYLAVPSSG------------------NPRETDGMDT-
Cyanidioschyzon IKSISGLVGNQDQ---------------------AIQNCSTEIIS----------------------LSPSSPIGYAS-NGKISAQAIGDFAP--WEGTPSYSEKLFFVPS-------VCTDTSEAWCVDRISYIPTEINR-
Dictyostelium -------------------------------------------------------------------LDPEFNFTRSI------PLVVSPVSP--TAVDAKKNMILISDPT--------NPRT-----------KMSPIQS-
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